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RAW SEQUENCE LISTING DATE: 11/20/2000 

PATENT APPIjICATION: US/09/69 8 , 4 19 TIME: 14:15:10 

input Set ; A:\Ptb.amc _ 

Output Set: N:\GRF3\11202000\I698419.raw . 

4 <110> APPLICANT: Vogeli, Gabriel 

5 Wood, Linda S. * * " 

6 MGrchaiit, Kalpana 
,8 <12 0> TITLE OF INVENTION: G PROTEIN -COUPLED RECEPTORS EXPRESSED IN BRAIN 
10 <130> FILE REFERENCE: 28341/627 6NCP 

C--> 12 <140> CURRENT APPLICATION NUMBER: US/0,9/69 8 , 4 19 
C--> 13 <141> CURRENT FILING DATE: 2000-10-27 

15 <150> PRIOR APPLICATION NUMBER: US 09/481,794 

16 <151> PRIOR FILING DATE : -2000-01-12 , . 

18 <:i50> PRIOR APPLICATION NUMBER: US 09/454,399^ , ■ 

19 <151> PRIOR PILING-DATE: 1999-12-03 . ' . ^ t 

21 <150> PRIOR APPLICATION NUMBER :, US 09/429,517 

22 <151> PRIOR FILING DATE: 1999-l'd-28 ' " ' . 
24 <150> PRIOR APPLICATION NUMBER; ^ US 09/429,555 

2 5 <151> PRIOR PILING DATE; 19 9 9 -"10 -28 ■ \ 

27 <150> PRIOR APPLICATION NUMBER: US - 0 9/4 2 9 , 6 7 6 ' • ■ 

28 <151>' PRIOR FILING DATE: 1999-10-28 

3 0 <150> PRIOR APPLICATION NUMBER: US 0 9/4 29/695 
31 <I51> PRIOR FILING DATE; ■1999-10-28 
33 <150> PRIOR APPLICATION NUMBER: US 09/428', 114 
3 4 <151> PRIOR FILING DATE: 1999-10-27 

'36 <150> PRIOR APPLICATION NUMBER : ' US 09/4 2 8 /020\ 

3 7 <151> PRIOR FILING DATE: L999-10-27 

39 <150> PRIOR APPLICATION NUMBER; US 09/4:27,85? ^ - . ,„ 

4 0 <151> PRIOR FILING DATE: 19 9 9 MO -27 

42 <150> PRIOR APPLTCATION , NUMBER: US 09/427,653'- ■ ' 

. 4 3 <151> PRIOR "FILING DATE: 199 9-3.0-27 " , . . 
4 5 <n60> NUMBER OF SEQ ID NOS : 75 / ' ' 

47 <170> SOFTWARE: Patentin Ver. 2,0 ^ ' 

49 <2.r0> SEQ* ID NO : 1 , ' - ' ' 

50 <211> LENGTH: 1308 - ■ ■ ' ^ . 
^51 <212> TYPE: DNA ■ . , 

52 <213> ORGANISM: Homo Sapiens . ■ ' - ' ■ 

54 <2 2 0> FEATURE: - ■ < ... 

55 <221> NAME/KEY: CDS " , 

56- <222> LOCATION: ( 157 ) . . { 1 12 2 ) ' ' . .\ 

58 <220> FEATURE; , . - . ' ' ' ^ ■ 

59 <221> NAME/KEY: .mi SG_f eature 

60 <222> LOCATION: (ij 



or ' 

/ 



61 <223> OTHER INFORMATION: N = A or C Or G 
'64 <2 2 0> FEATURE: 

65 <221> NAME/KEY; misc^f eature 

66 <222> LOCATION: (1237) 

67* <223> OTHER INFORMATION: N = A or C or G or T 

69 <2 20> FEATURE; 

70 <221> NAME/KEY: misc^ feature " 

71 <2 2 2> LOCATION: (1274) / . 
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PATENT APPLICATION: US/09/69 8,419 TIME: 14:16:10 

Input: Sat : A:\Pto.amc 

Output Set: N:\CRF3\11202000\l698419.raw 

72 <22 3> OTHER INFORMATION: N = A or C or G or T 
74 <4 00> SEQUENCE: 1 ' . 
^ ~ " ^ ^ ^ J^tggttgttg _g^a£C attaa a ^.ajtgc^a tjc^^^ a tt t tta a,^aa g t:,tggggg,^a g.a g gga g a c„6^^ 
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Output Set: N:\CRP3\11202000\I698419 .raw 



281 






115 










120 










125 










28 3 


gtc 






a t' t 


a a t 


t tg 


g tt 


aca 


cag 


a aa 


a'ia 


gcc 


rj CI a 


ttt 


at G 
y '-y 


tat 


432 


V Q 4 


va 1 


Gin 


sn 


1 le 


Asn 


Leu 


Va 1 


Thr. Gin 






Ala 


Arg 


Phe 


Va 1 


Cvs 




0 fi 




13 0 










13 5 










14 0 












9 Q 7 


n i- --1 

tj ua 


gyt 


a 1 1 


tgg 




t tt 




n i- -t- 

a i, V. 


ttg 




agt 


tct 


cca 


ttt 


eta 


atq 


4B0 


0 ft R 


Va 1 






'1' rp 


lie 


P h ( ' 


Va j 


I le 




Thir 


Se V 




Pro 


P he 




Met 




0 ft Q 


1 4 5 










] 50 










155 










160 






tiCC 


aa a 


cca 


caa 




gat 






aa t 


a at 






tqc 


ttt 


g^i 9 




528 


y 


Ala 


Lys 


Pro 


Gl n 


Lvs 


Asp 


G 1 u 


.L^J S 


Asn 




I'h r~ 


Lys 




Phe 


Glu 


Pro 




293 






■ 




165 










170 










17 5 






T o =: 


cca 


caa 


ga c 


a a r. 


caa 


act 




aat 


ca t 


gee 


Leg 


gtc 


Leg 


cat 


tat 


9^9 


576 


0 Q 

z y 0 


Pro 


G 1 f I 


As p 


Asn 


Gin 


T h 1" 


Lys 


A'-^n 


Hi s 


Va 1 


Leu 


Val 




His 


Tv r 
> y 1 


Va 1 




9Q 7 








] 80 










13 5 










1 90 








'J a Q 


tea 


r.cg 


t- -t- 


ri t- 1- 


ggc 


t rt 


a tc 


a tc 


<-C C 


ttt 


gt t 


att 


ata 


att 


gt.c 


tat 
t-y 


624 


T A A 
J U U 


Sg r 


Lt5 Li 


Piie 


Val 


Gl V 


P be 


lie 


lie 


Pro 


Phe 


Val 


1 le 


1 1^^ 


lie 


Va 1 


Cys 




3 C)l 






19 5 










2 00 










205 










3 03 


ta c 


a ca 


a tg 


a tc 


at t 


L- Lg 


acc 




eta 






tea 








aat 


672 


1 A A 
J U 4 


].yx 




Met 


1 le 


lie 




Tiir 


Leu 


Leu 






Ser 


Met 


Lys 


Lys 






3 0 5 




'> ■] Q 










215 










22 0 












A 7 


i- n 


tea 


agt 


cat" 






get; 


ata 


99^ 


atq 


ate 




at r 


9 tg 


acc 


get 


720 


308 


Lgu 




Ssr 


His 


.ys 


IjV s 


Ala 


Tie 


G 1 V 


Met 


lie 


Met 


Va 1 


Va 1 


T li r 


Ala 




3 9 


2 5 










2 30 










2 3 5 










240 




Til 
J 1 .L 


9CC 


t tt 


1 1 a 


gtc 






atg 


cca 


tat 


cat 


a tt 




cgt 




at t 




768 


312 


Ala 


p j J ^-1 


Leu 


Val 


Ser 


Phe 


Me t 


-to 


Tyi 


His 


Tie 


oin 


Arg 


Thr 


I] e 


His 




3 1 3 










24 5 










250 










25 5 






J 1 J 


ct t 


cat 


t',t t ■ 


t .a 


cac 


a a t 




a t' 




ccc 


Lg L 




tc t' 


g Lc 


et t 


aga 


816 


316 


Lg u 


}i 1 s 


Phe 


Leu 


His 


Asn 


J. u 


T h r 




ro 


Cys 


sp 


Ser 


Val 




tg 




317 








260 










265 










270 








319 


a tg 






tec 


gtg 


gtc 


ata 




ttg 


tct 


ctg 


get 


qca 


tec 


aat 


tat 


864 


3 2 0 


Met 


Gin 


Ly s 


Ser 


Val 


Va 1 


Tie 


Thr 




Ser 




Ala 


Ala 


Ser 


Asn 


Cvs 




3 [ 






275 










280 










285 










3 2 3 


tgc 


ttt 


gac 


cct 


etc 


eta 


t" a t 


ttc 


ttt 


tct 




ggt 




ttt 


aqq 


aaa 


912 


3 24 


Cys 


PhG 


Asp 


Pro 


Leu 


Leu 


Tyr 


p}ie 








Gly 


Asn 


Phe 


Ar 


Lvs 




32 5 




29 0 










29 5 










300 












3 27 


agg 


ctg 


t-.c t 


aca 


ttt 


aga 


aag 


ca t 


tct 


1 1 a 


tec 




gtg 


act 


ta t 


qta 


960 


7 0 0 

-J z o 


Arg 


Leu 


'Sex 


Thr 


Phe 


Arg 


Lys 


His 


Ser 






Ser 


Va 1 






Va 1 




329 


3 05 










31 G 










315 










320 




331 


ccc 


aga 


aag 


aag 


gcc 


tct 


ttg 


cca 


gaa 


aaa 


99a 


gaa 


gaa 


ata 


tgt 


aaa 


1008 


332 


Pro 


Arg 


Lys 


Lys 


Ala 


Ser 


Leu 


Pro 


Glu 


Lys 


Gly 


Glu 


Glu 


lie 


Cys 


Lys 




333 










325 










330 










335 






3 35 


gta 


tag 






























1014 


336 


Val 


































339 


<210> SEQ' id mo 


4 


























340 


<211> LENGTH: 3 37 


























341 


<212> TYPE: 


PRT 




























342 


<2i: 


> ORGANISM.; 


Homo sapiens 




















3 44 


<4 00> SEQUENCE:' 


4 


























34 5 


Met 


Asp 


01 u 


Thr G.ly 


Asn 


Leu 


Thr 


Va 1 


Ser 


Ser 


Ala 


Thr 


Cys 


Hi.s 


Asp 




346 


1 








5 










10 










15 








: Please Note: 

' Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
. Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY 

PATFJMT APPLICATION: US/ 09/69 8 , 4 19 



DATE: ;l 1/20/2000 
T'U-m: 14:16:11 



Input: Set : A:\Pto.anic 

Outpu t 'Set: : N:\CRF3\112 0200 0\I69 8419 .raw 



L:12 M:270 C: Current Application Number differs, Replaced Application Number 

L;13 M:27i C: Current Filing Date differs, Replaced Current Filing Date 

L:75 M:341: W: (46) "n" or "X;-ia" used, tor SEO ID# : :i 

i,:aG6.M:341 W: (C46)-'"n" or ."Xaa " ' used , for' SEO XDif : 1 

L:168 M:341 W: (45) "n" or "Xaa" used, for SEQ TD# : 1 ' 

L;546 M:33t'> W-: .Invalid Amino Acid Number In.Codincj Region, SEQ ID: 5 

L \ 1 1 7 6 M : 3 4 1 W : (46) " n " o r " Xa a " u sed , f or S EQ T D If : 1 3 

L:1178'M:341 W: (4G) "n" or "Xaa" used, for SH)Q TDff:13 

t:2p44 M:283 W: Mi ssiny-. Blank 'Line separator', <220> field identifier 
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OIPE 



Does Not Comply 



RAW SEQUENCE LISTING DATE: 11/13/2000 

PATENT APPLICATION: US/09/698 , 4 19. TmZ: 1.5:48:16 

Inpiit Set :' A:\62 7 6NCPseq.txt • 

. Output set: N:\cKF3\iii32ooo\i6984i9.raw Gorrsctecl DiskGtte NeGdecl 

4 <110> APPLICANT: Vocjeli, Gabriel 

5 Wood/ Lintia S. . 
6. Merchant, Kalpana 

8 v';120> TITLE OF INVENTION: G PROTEIN -COUPLED RECEPTORS EXPRESSED IN BRAIN 
10 <130> FLLE REFERENCE: 2834:1/627 6NCP 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/09/69 8,419 
C--> 13 <141> CURRENT FILING DATE: 2000-10-27 

15 <150> PRIOR APPLICATION NUMBER: US 09/481,794 

16 <151> PRIOR FILING DATE: 2000-01-12 

18 <150> PRIOR APPLICATION NUMBER: US . 09/4 54 , 399 

19 <151> PRIOR FILING DATE: 1999-12-03 

21 <150> PRIOR APPLICATION NUMBER; US 09/429,517 

22 <151> PRIOR FILING DATE: 1999-10-28 ' 
24 <150> PRIOR APPLICATION NUMBER: US 09/4 2 9,55 5 

2 5 <151> PRIOR FILING DATE: 1999-10-28 

27 <150> PRIOR APPLICATION NUMBER: US 09/429,676 

28 <151> PRIOR FILING DATE: 1999-10-28 

30 <150> PRIOR APPLICATION NUMBER: US 09/4 29,69 5 

31 <151> PRIOR FILING DATE: 1999-10-28 

33 <150> PRIOR APPLICATION NUMBER: US 09/428, 1'14 . 

34 <151> PRIOR FILING DATE: 1999-10-27 

36 <150> PRIOR APPLICATION NUMBER: US 09/4 28,020 

37 <151> PRIOR FILING DATE: 1999-10-27 ' 

39 <150> PRIOR APPLICATION NUMBER: US 09/427,859 

40 <.151> PRIOR FILING DATE: 1999-10-27 

4 2 <150> PRIOR APPLICATION NUMBER: US 0 9/4 2 7,653 
43 <151>' PRIOR FILING DATE: 1999-10-27 ~ 

4 5 <160> NUMBER OF SEQ ID NOS : 7 5 • ■ 

4 7 <170> SOFTWARE: Pa ten tin Ver . 2.0 



ERROEED SEQUENCES 

339 <210> SEQ ID NO : ^ 4 

340 <211> LENGTH: 337 

341 <212> TYPE: PRT 

342 <213> ORGANISM: tonic sapiens 
E--> 344 <400> SEQUENCE: 

345 Met Asp Glu Thr Vly Asn Leu Thr Val Ser Ser Ala Thr Cys His Asp 

346 15 10 15 

348 Thr- lie Asp Asp P)ie Arcj Asn Gin Val Tyr Ser Thr Leu T/r Ser MeL 

349 20 25 30 

351 lie Ser Val Val Gly Phe Phe Gly Asn Gly ,Phe Val Leti Tyr Val Leu 

352 35 4 0 4 5 

354 lie Lys Thr Tyr His Lys Lys Ser Ala Phe Gin Val Tyr Met lie Asn 

355 50 55 60 

3 57 Leu Ala Val Ala Asp Leu Leu Cys Val Cys Thr Leu Pro Leu Arg val 
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*^RAW SEQUENCE LISTING DATE: 11/13/2000 

PATKMT APPLICATION: US/09/69 8,419 TIME: 15:48:16 



Input Set : A:\6276NCPseq.txt 

Output Set: N:\CRF3\lil32000\I698419.raw 



358 


65 










70 










75 










80 


360 


Val 


Tyr 


Tyr 


Val 


tils 


Lys 


Gly 


XlCl 


Trp 


Leu 


Phe 


Gly 


Asp 


Phe 


Leu 


Cys 


361 










8 5 










90 










95 




363 


Arg 


Leu 


Ser 


Thr 


Tyr 


Ala 


Leu 


Tyr 


Val 


Asn 


Leu 


Tyr 


Cys 


Ser 


He 


Phe 


364 








100 










105 










110 






366 


PhG 


Met 


't'hr 


Ala 


Met 


Ser 


Phe 


Phe 


Arg 


Cys 


He. 


Ala 


He 


Val 


Phe 


Pro 


367 






.115 










120 










125 








369 


Val 


Gin 


Asn 


He 


Asn 


Leu 


Va 1 


Thr 


Gl n 


Lys 


Lys 


Ala 


Arg 


Phe 


Val 


Cys 


370 




130 










135 










14 0 










372 


Val 


Gly 


He 


Trp 


He 


PJlG 


Val 


He 


Leu 


Thr 


Ser 


Ser 


Pro 


Phe 


Leu 


Met 


373 


145 










150 










155 










160 


375 


Ala 


Lys 


Pro 


Gin 


Lys 


Asp 


Glu 


Lys 


Asn 


Asn 


Thr 


Lys 


Cys 


Phe 


Glu 


Pro 


376 










16 5 










170 










175 




378 


Pro 


Gin 


Asp 


Asn 


Gin 


Tl I r 


Lys 


Asn 


H is 


Va 1 


Leu 


Val 


Leu 


His 


Tyr 


Val 


379 








180 










185 










190 






382 


Ser 


Leu 


.Phe 


val 


Gly 


Phe 


He 


He 


Pro 


Phe 


Val 


He 


He 


He 


Val 


Cys 


383 






195 










200 










205 








385 


Tyr 


Thr 


Met 


He 


He 


Leu 


Thr 


Leu 


Leu 


Lys 


Lys 


Ser 


Met 


Lys 


Lys 


Asn 


386 




210 










215 










220 










388 


Leu 


Ser 


Ser 


His 


Lys 


Lys 


Ala 


He 


Gly 


Met 


He 


Met 


Val 


Val 


Thr 


Ala 


389 


225 










23 0 










235 










24 0 


391 


Ala 


Phe 


Leu 


Val 


Ser 


Phe 


Met 


Pro 


Tyr 


His 


He 


Gin 


Arg 


Thr 


He 


His 


392 










245 










250 










255 




394 


Leu 


His 


Phe 


Leu 


His 


Asn 


Glu 


Thr 


Lys 


Pro 


Cys 


Asp 


Ser 


Val 


Leu 


Arg 


395 








260 










265 










270 






397 


Met 


Gin 


Lys 


Ser 


Val 


Val 


He 


Thr 


Leu 


Ser 


Leu 


Ala 


Ala 


ser 


Asn 


Cys 


398 






275 










280 










285 








400 


Cys 


Phe 


Asp 


Pro 


Leu 


Leu 


Tyr 


Phe 


Phe 


Ser 


Gly 


Gly 


Asn 


Phe 


Arg 


Lys 


4 01 




290 










295 










300 










403 


Arg 


Leu 


Ser 


Thr 


Phe 


Arg 


Lys 


His 


Ser 


Leu 


Ser 


Ser 


Va 1 


Thr 


Tyr 


val 


404 


305 










310 










315 










■320 


406 


Pro 


Arg 


Lys 


Lys 


Ala 


Ser 


Leu 


Pro 


Glu 


Lys 


GXy 


Glu 


Glu 


He 


Cys 


Lys 


407 










325 










330 










335 




409 


Val 

































2439 <210> SEQ ID NO: 60 

24 4 0 <211> LENGTH: 24 

2441 <212> TYPE: DNA 

2442 <213> ORGANISM: Artificial Sequence 

2444 <220> FEATURE: 

2445 <223> OTHER INFORMATION: Description ol Artificial Sequence: Primer LW1440 
24 4 7 <4 00> SEQUENCE: 6 0 ' y 
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VERIFICATION SUMMARY DATE: 11/13/2000 

PATFJNT APPLJCAIMON: US/09/69 8,419 TIME: 15:48:18 

Input: Set : A:\62 76NCPseq.txt 

Output Set: N:\CRF3\11132000\l698419.raw 

L;1'2 M;270 C: Current Application Number differs. Replaced Application Number 
L:13 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:7!3 M:341 W: (46) 'In" or "Xaa" used, for; SRQ 1D#:1 
L:166 M:341 W: (46) "n" or "Xaa" used, for SEQ ID?* : 1 
L:168 M:34i W: (46) "n" or "Xaa" used, for SEQ TD#:1 

L:344 M:212 H) : (34) Invalid or duplicate Sequence ID Number, SEQUENCE ID NOS : 4 differs: 2 

L:546 M:336 W: Xnvai i.d Amino Acid Number in Coding Region, SEQ ID : 5 

L: 1.176 M:341 W: (46) "n" or "Xaa" used, for SEQ TD#:13 

L:1178 M:34i W: (46) "n" or "Xaa" used, for SEQ lDff:13 . 

L:2044 M:283 W: Missing Blank Line separator, <220> field identifier 

L;2448 M:254 E: No. of Bases conflict, LENGTH : Input ; 0 Counted; 24 SEQ: 60 
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